The presented data contains information about component composition of lipophilic compounds in Ganoderma lucidum fungal body sample obtained using gas chromatography and subsequent mass spectrometry.
GC-based chemoprofile of lipophilic compounds in Altaian Ganoderma lucidum sample Mushrooms were pre-air-dried to constant weight and grinded using a jet mill to a very fine powder, shredded mushrooms were dried in an air thermostat at a temperature of 70°C to a constant weight.
Experimental features
To obtain the fingerprint of the lipophilic compounds of Ganoderma lucidum, 1.0 g of air-dry mass of the crushed fruit body of the fungus was boiled with 10 ml of methyl alcohol for 1 h, the extract was filtered and the filtrate was passed through a column with an Al2O3 layer 15 mm in height for dehydration, 1 ml was taken for analysis by gas chromatography. Value of the data
• The data could be potentially valuable to the scientific community, because it is new data about component composition of Ganoderma lucidum from Altai region.
• It could be compared to the data of the same fungus from another regions.
• The data is needed to investigate impact of individual compounds to organism.
Data
See Fig. S1 and Table S1 .
Experimental design, materials, and methods
To obtain the fingerprint of the lipophilic compounds of Ganoderma lucidum, 1.0 g of air-dry mass of the crushed fruit body of the fungus was boiled with 10 ml of methyl alcohol for 1 h, the extract was filtered and the filtrate was passed through a column with an Al 2 O 3 layer 15 mm in height for dehydration, 1 ml was taken for analysis by gas chromatography. The analysis was carried out on an Agilent Technologies 6890N chromatograph with a quartz capillary column DB-1 and an Agilent Technologies 5973N quadrupole mass spectrometer. Chromatographic mass spectrometric analysis of the samples was carried out both to measure the total ion current in the scanning regime in the mass range 10-800 amu, and in the mode of selective ion scanning.
The identification of components present in the methanolic extract was based on direct comparison of the retention indices and mass spectral data with those for standard compounds, and by computer matching with the Wiley 229, Nist 107, Nist 21 Library, as well as by comparison of the fragmentation patterns of the mass spectra with those reported in the literature [2] . The Kovacs retention indices were calculated from the retention times of Lucero et al. [1] .
